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Input Set : A:\ONV-044.01.txt 

Output Set: C:\CRF3\REFHOLD\05042000\H900220B.raw 

(1) GENERAL INFORMATION: 

(i) APPLICANT: Miao, Ningning 
Wang, Monica 
Mahanthappa, Nagesh K. 
Jin, Ping 
Wang Pang, Kevin 
(ii) TITLE OF INVENTION: Method of Treating Dopaminergic and 

GABA-nergic Disorders 
(iii) NUMBER OF SEQUENCES: 22 
(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: FOLEY, HOAG & ELIOT LLP 

(B) STREET: ONE POST OFFICE SQUARE 

(C) CITY: Boston 

(D) STATE: MA 

(E) COUNTRY: USA 

(F) ZIP: 02109 

(V) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC -DOS/MS -DOS 

(D) SOFTWARE: ASCII (text) 
(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/08/900 , 2 2 OB 

(B) FILING DATE: 24 -Jul- 1997 

(C) CLASSIFICATION: 
(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Vincent, Matthew P. 

(B) REGISTRATION NUMBER: 36,709 

(C) REFERENCE/DOCKET NUMBER: ONV-044.01 
(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (617) 832-1000 

(B) TELEFAX: (617) 832-7000 

(2) INFORMATION FOR SEQ ID NO: 1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1277 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : both 

(D) TOPOLOGY: linear 
cDNA 



(ii) 
(ix) 



MOLECULE TYPE: 
FEATURE: 

(A) NAME/KEY: 

(B) LOCATION: 



CDS 

1. ,1275 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1: 
ATG GTC GAA ATG CTG CTG TTG ACA AGA ATT CTC TTG GTG GGC TTC ATC 
Met Val Glu Met Leu Leu Leu Thr Arg He Leu Leu Val Gly Phe He 

15 10 15 

TGC GCT CTT TTA GTC TCC TCT GGG CTG ACT TGT GGA CCA GGC AGG GGC 
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■ SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 1190 base 


pairs 
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(B) TYPE: 


nucleic 


acid 
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(C) STRANDEDNESS : 
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linear 
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■ MOLECULE TYPE: 


CDNA 
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(ix) 


FEATURE : 
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(A) NAME/KEY: 


CDS 
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(B) LOCATION: 
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SEQUENCE DESCRIPTION: SEQ ID NO : 2: 
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CGA 
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243 


225 










230 










235 










240 




245 


CTC 


TTC 


CTG 


GAC 


CGG 


GAT 


CTG 


CAG 


CGC 


CGC 


GCC 


TCG 


TTC 


GTG 


GCT 


GTG 


768 


246 


Leu 


Phe 


Leu 


Asp 


Arg 


Asp 


Leu 
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251 








260 










265 










270 








253 


GTG 


TTC 


GCT 


GCT 
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Glu 
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GTG 


GGC 
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TTC 
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CTG 
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GTC 
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Ala 


Val 
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Val 


Phe 


Ala 


Pro 


Leu 


Thr 


Ala 


His 


Gly Thr Leu Leu Val 




2 67 










325 










330 










335 






269 


AAC 


GAC 


GTC 


CTC 


GCC 


TCC 


TGC 


TAC 


GCG 


GTT 


CTA 


GAG 


AGT 


CAC 


CAG 


TGG 


1056 


270 


Asn 


Asp 


Val 


Leu 


Ala 


Ser 


Cys 


Tyr 


Ala 


Val 


Leu 


Glu 


Ser 


His 


Gin 






271 








340 










345 










350 








273 


GCC 


CAC 


CGC 


GCC 


TTC 


GCC 


CCT 


TTG 


CGG 


CTG 


CTG 


CAC 


GCG 


CTC 


GGG 


GCT 


1104 


274 


Ala 


His 


Arg 


Ala 


Phe 


Ala 


Pro 


Leu 


Arg 


Leu 


Leu 


His 


Ala 




Gly 


Ala 




275 






355 










360 










365 










277 


CTG 


CTC 


CCT 


GGG 


GGT 


GCA 


GTC 


CAG 


CCG 


ACT 


GGC 


ATG 


CAT 


TGG 


TAC 


TCT 


1152 
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Leu 


Leu 


Pro 


Gly 


Gly 


Ala 


Val 


Gin 


Pro 


Thr 


Gly 


Met 


His 


Trp 


Tyr 


Ser 
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375 
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281 


CGC 


CTC 


CTT 


TAC 


CGC 


TTG 


GCC 


GAG 


GAG 


TTA 


ATG 


GGC 


TG 








1190 


Z OZ 




Leu 


Leu 


Tyr 


Arg 


Leu 


Ala 


Glu 


Glu 


Leu 


Met 


Gly 












OQ1 
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395 














O fl 
ZOO 


( * ) 


INFORMATION 


FOR 


SEQ 


ID NO: 3: 


















ZOO 




(i) 


1 SEQUENCE CHARACTERISTICS: 


















Z 0 3 






(A) LENGTH: 1281 base 


pairs 
















290 






(B) TYPE: 


nucleic 


acid 


















z y j. 






(C) STRANDEDNESS : 


both 


















TOO 

z y z 






(D) TOPOLOGY: 


linear 




















z y i 




(ii) 


1 MOLECULE TYPE: 


cDNA 




















z y / 




<ix] 


\ FEATURE: 


























z y o 






(A) NAME/KEY: 


CDS 






















z y y 






(B) LOCATION: 


1. .1233 




















-3 A 1 

JU1 




(xi] 


\ SEQUENCE DESCRIPTION: SEQ ID NO: 3: 














1 ft 1 




TCT 


CCC 


GCC 


TGG 


CTC 


CGG 


CCC 


CGA 


CTG 


CGG 


TTC 


TGT 


CTG 


TTC 


CTG 


48 


304 


~_ 

Met 


Ser 


Pro 


Ala 


Trp 


Leu 


Arg 


Pro 


Arg 


Leu 


Arg 


Phe 


Cys 


Leu 


Phe 


Leu 




t ft ^ 


i 
± 








5 










10 










15 






■a ft7 


CTG 


CTG 


CTG 


CTT 


CTG 


GTG 


CCG 


GCG 


GCG 


CGG 


GGC 


TGC 


GGG 


CCG 


GGC 


CGG 


96 


308 


Leu 


Leu 


Leu 


Leu 


Leu 


Val 


Pro 


Ala 


Ala 


Arg 


Gly 


Cys 


Gly 


Pro Gly 


Arg 




juy 








20 










25 










30 








tii 
jii 


GTG 


GTG 


GGC 


AGC 


CGC 


CGG 


AGG 


CCG 


CCT 


CGC 


AAG 


CTC 


GTG 


CCT 


CTT 


GCC 


144 


312 


Val 


Val 


Gly 


Ser 


Arg 


Arg 


Arg 


Pro 


Pro 


Arg 


Lys 


Leu 


Val 


Pro 


Leu 


Ala 




313 






35 










40 










45 










315 


TAC 


AAG 


CAG 


TTC 


AGC 


CCC 


AAC 


GTG 


CCG 


GAG 


AAG 


ACC 


CTG 


GGC 


GCC 


AGC 


192 


316 


Tyr 


Lys 


Gin 


Phe 


Ser 


Pro 


Asn 


Val 


Pro 


Glu 


Lys 


Thr 


Leu 


Gly 


Ala 


Ser 




317 




50 










55 










60 












319 


GGG 


CGC 


TAC 


GAA 


GGC 


AAG 


ATC 


GCG 


CGC 


AGC 


TCT 


GAG 


CGC 


TTC 


AAA 


GAG 


240 


320 


Gly 


Arg 


Tyr 


Glu 


Gly 


Lys 


He 


Ala 


Arg 


Ser 


Ser 


Glu 


Arg 


Phe 


Lys 


Glu 




321 


65 










70 










75 










80 




323 


CTC 


ACC 


CCC 


AAC 


TAC 


AAT 


CCC 


GAC 


ATC 


ATC 


TTC 


AAG 


GAC 


GAG 


GAG 


AAC 


288 


324 


Leu 


Thr 


Pro 


Asn 


Tyr 


Asn 


Pro 


Asp 


He 


He 


Phe 


Lys 


Asp 


Glu 


Glu 


Asn 




325 










85 










90 










95 






327 


ACG 


GGT 


GCC 


GAC 


CGC 


CTC 


ATG 


ACC 


CAG 


CGC 


TGC 


AAG 


GAC 


CGT 


CTG 


AAC 


336 


328 


Thr Gly 


Ala 


Asp 


Arg 


Leu 


Met 


Thr 


Gin 


Arg 


Cys 


Lys 


Asp 


Arg 


Leu 


Asn 




329 








100 










105 










110 








331 


TCA 


CTG 


GCC 


ATC 


TCT 


GTC 


ATG 


AAC 


CAG 


TGG 


CCT 


GGT 


GTG 


AAA 


CTG 


CGG 


384 
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